number of protein-coding genes annotated on each transcript. Figure S2 . Expression levels of "conserved", "orphan" and transposoncoding genes T. amboinensis chemosensory appendages and whole body samples. In the box-plot, red, green, and blue colors indicate "conserved" genes (i.e. genes with homolog in the NR database), "orphan" genes (i.e. genes without homolog in the NR database), and transposon-coding genes, respectively. The RPKM value was used as the measurement of gene expression level. C q u i G R 3 1 A a e g G r 1 8 A g a m G r 3 A g a m G r 4 C q u i G R 3 3 A a e g G r 1 6
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